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I ' L I 70 

"nWTA LIS AS KEG hThTvEEL LK s"GA SL eI^DMGG^TA LMW A^Y^ RTO LI LS~HGANP~S VTG L^ YS VY 14 0 

V C VN 140 

TiiwaagrghadiIThlTl^ 210 

210 

TvKGG YTQS VKE iTkRN PNV^TeTkE^N^LM I AS KEG HIE I VQ DLLD AGT YVN I PDRSGDTVLIGAVRG 2 80 

T 280 

"giIVEIVRaTlQKyTdID^ 3 50 



VVELLLDKGAKVSAVDKKGDTPLHVAIRGRSRRLAELLLRNPKJX;RLLYRP\"<AGETPYNIDCSHQKSIL 4 20 

I K 420 

TQIFGARHLSPTETDGDMLGYDLYSSALADILSEPTMQPPICVGLYAQWGSGKSFLLKKLEDEMKTFAGQ 490 

490 



QTEPIfFOFS WL1 Vir'LTLLLCGGLGLVt-'AlFPVDTMLAlAiSLSr'i.ALi Y IFF! v 1 2 FpGRREGESWNWAWA 5 60 



T HP 



V 560 



LSTRLARHIGYLELLFKLMFVNPPELPEQTTKALPVRFLFTDYNRLSSVGGETSLAEMIATLSDACEREF 63 0 
L 630 



K DT 
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VGLA F VLMCH TWWQVLDSLLNSQRKRLHSAASKLHKLKSEGFMKVLKCEVELy-^RMAKTIDSFTQNQTRL 7 7 0 
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1. Amino terminus 

rARMS 3 54 LLLDKGAKVSAVDKKGDTPLHVAIRGRSRRLAELLLRNPKDGRLLYRPNKAGETPYNIDCSHQKSILTQI 

hARMS 3 54 LLLDKGAKVSAVDKKGDTPLHIAIRGRSRKLAELLLRNPKDGRLLYRPNKAGETPYNIDCSHQKSILTQI 

dARMS 37 6 LLLDRKAKVTASDKRGDTCLHIAMRARSKTIVEALLRNPKHSQLLYRANKAGETPYNIDSLHQKTILGQV 

WARMS 3 43 YLMSFGAKLAAVDNCGDNALHLALRARSRRLTQALLSNPSDSRLLYRPNKLGQTPYSIDLSNPQPILPLI 
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rARMS 
hARMS 
dARMS 
WARMS 



FGARHLSPTETDGDMLGYDLYSSALADILSEPTMQPPICVGLYAQWGSGKSFLLKKLEDEMKTFAGQQTE 4 93 

FGARHLSPTETDGDMLGYDLYSSALADILSEPTMQPPICVGLYAQWGSGKSFLLKKLEDEMKTFAGQQIE 4 93 

FGARRLNTNEDS EGMLGYELYS S ALADVL S E PTLTT P I TVGLYAKWGSGKS FLLMKLRDEMNNF ARQWAE 515 

FGP--IDAEDKMDTAMGYDVYSNVLADIVCEPSLSLPLTIGLYAKWGSGKSALLAKLKEAMHSFSRDWLD 4 80 



,**★★** 



2 • Loop between TM2 and TM3 

rARMS 57 3 ELLFKLMFVNPPELPEQTTKALPVRFLFTDYNRLSSVGGETSLAEMIATLSDACEREFGFLATRLF 63 8 

hARMS 573 ELLLKLMFVNPPELPEQTTKALPVRFLFTDYNRLSSVGGETSLAEMIATLSDACEREFGFLATRLF 63 8 

dARMS 594 RLILQVAFCHPP-GPQSDSQAKPVRFHFAEANSASPTG-DGAVAHMLAALLDAIESHYGWLATRLY 657 

WARMS 565 RLVYNILTLHAP-MNSEDSASMPVSFLFADYHRLSSIGGEQALAKIVATLFEAAETHFGVLPVRLF 629 

★ , ..****... * *...*. .★.*.** . * * * * . 

3 . Carboxy tail 

rARMS 749 EVE LMARMAKT IDS F TQNQT RLW 1 1 DG L D AC EQ DKVLQML DTVRVL F S K GPFIAIFASDPHIIIKA 

hARMS 7 49 EVELMARMAKTIDSFTQNQTRLVVIIDGLDACEQDKVLQMLDTVRVLFSK GPFIAIFASDPHIIIKA 

dARMS 7 40 EVAVMTDMVKCLDAFTNQQSRLVGVIDALDSCDTERILTLLNAVQTLLSS-PNRPFVLLISVDPHVIAKA 

WARMS 7 69 EVDLLADMIRSLDAFTRSHTRLWWDGLDNCEQERMVQTLDALELLFSARKHRPFITIIAVDPHVIVSA 



rARMS 
hARMS 
dARMS 
WARMS 



I NQNLNS VL RD S N I NGH D YMRN I VHL P VF LN S RGL SN AR 8 54 
I NQNLN S VL RD S NI NG HD YMRN I VHL P VF LN S RGL SN AR 854 
AEANSRRLFTEGGIGGHDFLRNLVHLPVYLQNSGLRKVQ 848 
INHNMHSALSGTELTGHDYLKNI I SMPFYLHNSALrRQLQ 87 6 



4. Carboxy tail 

rARMS 940 MRRLLNIVSVTGRLLRANQITFNWDRLASWINLTEQWPYRTSWLILYLEETEG--LPDQMTLKTMYERIS 

hARMS 94 0 MRRLLNIVSVTGRLLRANQI SFNWDRLASWINLTEQWPYRTSWLILYLEETEG- - I PDQMTLKTI YERI S 

dARMS 9 80 MRRLMNVIYITVRLLKAFQIEFSVtoTRLSSW 

WARMS 923 MRRIVNALTLTGRLMRAFEIDFSWMSLGHWSLLEQWPSP^CWLIDRALEVHN -NQLLLSEVYYQLK 

***..* . .★**..* . * * * * *.**★★★* . • . . * 



rARMS 
hARMS 
dARMS 
WARMS 



KNI PTTKDVEPLLEIDGDIRNFEVFLSSR TPVLVARDVKTFLPCTVNLDPKLR 10 60 

KNIPTTKDVEPLLEIDGDIRNFEVFLSSR TPVLVARDVKVFLPCTVNLDPKLR 1060 

PKLAYLREAAPLLELDRDERKLDAFLQLH KSDLLVADLRI FLPFTINLDPYLR 1102 

DHIP AQDDLMQLDRNLENFEGFLDSKGIPSAERLTVGHVKKFVPCTSSLDPYLR 1042 



5 . SAM domain 

rARMS 1151 L S SMTVDWC E KL RQ I EGLDQNMM PQ Y C TT I KKAN I NGR VL S QCN I D E L KKEMAMN F G DWHL F R 1214 

hARMS 1151 LNSL^A/DAVCEKLKQIEGLDQSMLPQYCTTIKKANINGRVLAQCNIDELKKEMNMNFGDWHLFR 1214 

dARMS 1193 LTDLTVEGVISLLDRIEDMKP-ALPKLAPVLRENAINGRVLKHCDMPDLKSVLGLSFGHWELFR 12 55 

WARMS 1087' LVEMKLDAVWLIRKIDIPSN-RLDSILDRFYQLNLCGLVLATCPLPELKDSMQLPLGDWTLIR 1149 

* ...* ..*. . .. ...++*.* 



FIG. 3 




o 
> 



< 
X 



CO 

< 



CO 

< 
+ 

LO 

< 

X 



FIG. 8A 


IP: 892 




BLOT: HA 








Qfe& 48^ ISP 



p75 



FIG. 8B 



LYSATES 
BLOT: 9992 




p75 



NGF: 



217 — 



10m 25h 25h 



FIG. 9A 



H ilM lift 



ARMS 



IP: C14 IgG 




FIG . 9B FIG . 9C FIG . 9D 




+ K252a 
0 1 10 10 NGF(min) 



FIG.10A 




0 10m 40m 6h 25h 



FIG. 10B 
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